Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.021; wR factor = 0.052; data-to-parameter ratio = 22.4.
In the title molecular salt, [C 6 H 5 (CH 3 
Experimental
Crystal data (C 9 Table 1 Selected bond lengths (Å ). the filtrate. The crystal structure indicated that all the organic groups bonded to tin in the reactant were cleaved by the tribromide anion.
Refinement
Hydrogen atoms were placed at calculated positions (C-H 0.93-0.96 Å) and were treated as riding on their parent atoms, with U(H) set to 1.2-1.5 times U eq (C). The initial refinement that assumed the halogens were only bromine atoms led to a difference Fourier with a large peak near Sn1 and a deep hole near Br1. The R-index was 0.0367. The three halogen atoms were then refined as a mixture of chlorine and bromine. For each site, the displacement factor of the bromine and chlorine occupants were restrained to be identical. The refinement gave nearly 2.375 bromine and 0.625 chlorine atoms, and the difference Fourier was diffuse. Figures   Fig. 1 . The molecular structure of (I) at the 50% probability level. Hydrogen atoms are drawn as spheres of arbitrary radius. The bromine atoms are disordered with respect to the chlorine atoms.
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